: Elution gradient applied for the separation of primary dissolved free amino acids by high performance liquid chromatography (HPLC). Eluent A (polar phase): 40 mM NaH2PO4 buffer (pH 7.8 adjusted with NaOH pellets in Milli-Q water; Sigma-Aldrich); B (non-polar phase): 1000/100/2-Methanol (HPLC grade, SigmaAldrich)/Milli-Q water/Trifluoroacetic acid (HPLC grade, Roth); C: Tetrahydrofuran (HPLC grade; Sigma-Aldrich), total time: 90 min. 
: Elution gradient applied for the separation of primary dissolved free amino acids by high performance liquid chromatography (HPLC). Eluent A (polar phase): 40 mM NaH2PO4 buffer (pH 7.8 adjusted with NaOH pellets in Milli-Q water; Sigma-Aldrich); B (non-polar phase): 1000/100/2-Methanol (HPLC grade, SigmaAldrich)/Milli-Q water/Trifluoroacetic acid (HPLC grade, Roth); C: Tetrahydrofuran (HPLC grade; Sigma-Aldrich), total time: 90 min. Table S3 : Mean values of the ODmax, the turnover rate max, and of each lipid in percent of total lipids of all samples of one experiment. For the ODmax and the turnover rate max triplicates (n = 3) were used except for "F" (n = 2). Further, for the lipid analysis, one datapoint of each setting "E", "J", and "N" had to be excluded (n=2). Values of extreme values setting are mean values of four samples (n = 4). Table S24 . Levene-tests (modified robust Brown-Forsythe Levene-type test based on the absolute deviations from the median) of lipid and amino acid production in the extreme values setting (nonsignificant result if p-value > 0.05, marked in bold). Abbreviations of amino acids: Asp = aspartic acid; Glu = glutamic acid; Asn = asparagine; Ser = serine; Gln = glutamine; His = histidine; Gly = glycine; Thr = threonine; Arg = arginine; Ala = alanine; Tyr = tyrosine; Val = valine; Met = methionine; Trp = tryptophan; Phe = phenylalanine; Ile = isoleucine; Leu = leucine. Figure S1 . HPLC-Chromatograms of a 2.5 μmol L -1 standard (AAS18, Sigma Aldrich; the single amino acid tryptophane (Trp) is missing in that specific standard curve) in MQ-water compared with a sample (undiluted) analysed by the method published in Clifford et al., 2017 [53] . Injection volume 500 µL, gain factor 10, method duration 28 min. Figure S2 . HPLC-Chromatograms of a 5 μmol L -1 standard (AAS18, Sigma Aldrich) in MQ-water compared with a sample (dilution 1:4, in MQ-water) analysed by the new method presented in this study. Injection volume 100 µL, gain factor 10, method duration 90 min. Figure S3 . Results of the statistical analysis of the DoE. Significant dependences were calculated for ODmax.
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NH Cl (g/L) H CO (37%) Figure S4 . Results of the statistical analysis of the DoE. Significant dependences were calculated for GTGT-0, GMGT-0', GTGT/GMGT (including both GMGT isomers), and GMGT-0/0'. Min Me Am Fo Figure S10 . Concentrations of the different amino acids for the four different experimental settings (n=4, error bars present respective standard deviations). The high error of Gln for the "Fo"-setting is caused by a wide spreading of the data points between 4 and 46 µM. However, even the error is high, all single samples of the "Fo"-set showed a value far higher in Gln than in any other sample. Abbreviations of amino acids: Asp = aspartic acid; Glu = glutamic acid; Asn = asparagine; Ser = serine; Gln = glutamine; His = histidine; Gly = glycine; Thr = threonine; Arg = arginine; Ala = alanine; Tyr = tyrosine; Val = valine; Met = methionine; Trp = tryptophan; Phe = phenylalanine; Ile = isoleucine; Leu = leucine; Lys = lysine. Min Me Fo Am
